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© edge_hash VARCHAR (40) <= ==
7 line_hash VARCHAR(40) <= =

Indexes

7 line_hash VARCHAR(40) ==

< line_num INT(11)
< file_id VARCHAR(80)
< line_str TEXT
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© file_id VARCHAR(80)

< remote_url VARCHAR(255)

<> remote_date VARCHAR(40)

<> remote_version VARCHAR(40)
<> remote_size BIGINT(11)

<» date_downloaded DATETIME
< local_filename VARCHAR(255)
<> checksum VARCHAR(80)
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b o == | line_hash VARCHAR(40)

7 n1_id VARCHAR(64) < == mm mm «
' n2_id VARCHAR(64) e m= mm mm «

© et_name VARCHAR(80) <= == =

% weight FLOAT
% edge_hash VARCHAR(40)

7 info_type VARCHAR(80)
7 info_desc VARCHAR(255)

© et_name VARCHAR(80) < wm ==
& n1_type VARCHAR(12) em mm mm
& n2_type VARCHAR(12) < == =
< bidir TINYINT(1)

< et_desc TEXT

<> sc_desc TEXT

<> sc_best FLOAT

<> sc_worst FLOAT
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’ node_id VARCHAR(64) < ==
< n_alias VARCHAR(512)
< n_type VARCHAR(12)

m

© n_type VARCHAR(12)
< n_type_desc TEXT

Indexes

for internal use
m

7 table_hash VARCHAR(40)
% n1_id VARCHAR(64)

% n2_id VARCHAR(64)

% et_name VARCHAR(80)

% weight FLOAT

% edge_hash VARCHAR(40)
% line_hash VARCHAR(40)

* status VARCHAR(80)

* status_desc VARCHAR(255)
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7 node_id VARCHAR(64)
7 info_type VARCHAR(80)
7 info_desc VARCHAR(255)

7 node_id VARCHAR(64)
7 taxon INT(11) <o o o e

7 taxon INT(11) <o m -
> sp_abbrev VARCHAR(8)

& sp_sciname VARCHAR(255)

<> representative VARCHAR(255)

> dbprimary_acc VARCHAR(512)

< display_label VARCHAR(512)

% db_name VARCHAR(100)

< priority INT(11)

& db_display_name VARCHAR(255)
<> stable_id VARCHAR(128)

> species VARCHAR(255)




